
Disclaimer 

This presentation is not linked to any work currently developed at Bioptimus and does not necessarily reflect best practices, recommendations or 
current methods leveraged at Bioptimus. 
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Palla, G., Spitzer, H., Klein, M. et al. Squidpy: a scalable framework for spatial omics analysis. Nat Methods 19, 171–178 (2022). https://doi.org/10.1038/s41592-021-01358-2
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Chu, X., et al. Integrative single-cell analysis of human colorectal cancer reveals patient 
stratification with distinct immune evasion mechanisms. Nat Cancer 5, (2024).

Vannan, A., et al. bioRix, (2023).
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Nicheformer spatial label transfer

Outlook: Spatial omics will soon outgrow dissociated single-cell data when it comes to number of cells. However, 
we still lack extensive spatial transcriptomics atlases with diverse panels capturing various disease states, this will 
enable us to start transferring knowledge generated with the spatial context onto ‘traditional’ single-cell data. 

Yao, Z. et al.  Nature 598 (2021)
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COVET: defines niches based on k spatial 
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ENVI: paired with a conditional 
autoencoder that simultaneously 
embeds scRNA-seq and 
multiplexed spatial transcriptomic 
data into a unified latent 
embedding one can transfer 
niches onto scRNA-seq data
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Clinical relevance: Differences in spatial 
niches in disease cohorts can be liked to 
patient sub stratification and is useful for 
overall survival analysis.
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